. Heatmap representation of the relative mRNA expression levels of EGFR/EGR1 in the TCGA population of head and neck squamous cell carcinoma (HNSCC) specimens. Unsupervised hierarchical clustering with distance measured based on Pearson correlations was performed on log2-transformed FPKM-UQ normalized EGFR/EGR1 mRNA expression data for all patients. Metastatic and non-metastatic patient tumor samples were annotated with green and black bars, respectively.
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